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1MD PTTPAWGTE STTV 
1 ATG GAT CCA ACC ACC CCG GCC TGG GGA ACA GAA AGT ACA ACA GTG 
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16NGNDQALLLLCGKET 
4 6 AAT GGA AAT GAC CAA GCC CTT CTT CTG CTT TGT GGC AAG GAG ACC 
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31 LI PVFLILF IALVGL 45 

91 CTG ATC CCG GTC TTC CTG ATC CTT TTC ATT GCC CTG GTC GGG CTG 135 

46VGNGFVLWLLGFRMR 60 

136 GTA GGA AAC GGG TTT GTG CTC TGG CTC CTG GGC TTC CGC ATG CGC 180 

61RNAFSVYVL S LAGAD 75 

181 AGG AAC GCC TTC TCT GTC TAC GTC CTC AGC CTG GCC GGG GCC GAC 225 

76FLFLCFQI INCLVYL 90 

226 TTC CTC TTC CTC TGC TTC CAG ATT ATA AAT TGC CTG GTG TAC CTC 270 



91SNFFCS IS INFPSFF 105 

271 AGT AAC TTC TTC TGT TCC ATC TCC ATC AAT TTC CCT AGC TTC TTC 315 

106 TTVMTCAYLAGLSML 120 

316 ACC ACT GTG ATG ACC TGT GCC TAC CTT GCA GGC CTG AGC ATG CTG 360 
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121 STVSTERCLSVLWPI 135 

361 AGC ACC GTC AGC ACC GAG CGC TGC CTG TCC GTC CTG TGG CCC ATC 405 

136 WYRCRRPRHLSAVVC 150 

406 TGG TAT CGC TGC CGC CGC CCC AGA CAC CTG TCA GCG GTC GTG TGT 45 0 

151 VLLWALSLLLSILEG 165 

451 GTC CTG CTC TGG GCC CTG TCC CTA CTG CTG AGC ATC TTG GAA GGG 4 95 

166 KFCGFLFSDGDSGWC 180 

496 AAG TTC TGT GGC TTC TTA TTT AGT GAT GGT GAC TCT GGT TGG TGT 54 0 

181 QTFDFITAAWLIFLF 195 

541 CAG ACA TTT GAT TTC ATC ACT GCA GCG TGG CTG ATT TTT TTA TTC 585 



196 MVLCGSSLALLVRIL 210 

5 86 ATG GTT CTC TGT GGG TCC AGT CTG GCC CTG CTG GTC AGG ATC CTC 63 0 

211 CGSRGLPLTRLYLTI 225 

631 TGT GGC TCC AGG GGT CTG CCA CTG ACC AGG CTG TAC CTG ACC ATC 675 

226 LLTVLVFLLCGLPFG 240 

676 CTG CTC ACA GTG CTG GTG TTC CTC CTC TGC GGC CTG CCC TTT GGC 720 

2411 QW F L I LW I W KD S D V 2 55 

721 ATT CAG TGG TTC CTA ATA TTA TGG ATC TGG AAG GAT TCT GAT GTC 765 



256 LFCHIHPVSVVLSSL 270 
7 66 TTA TTT TGT CAT ATT CAT CCA GTT TCA GTT GTC CTG TCA TCT CTT 810 



Figure 1 (cont.) 

271 NSSANPI IYFFVGSF 285 

811 AAC AGC AGT GCC AAC CCC ATC ATT TAC TTC TTC GTG GGC TCT TTT 855 

286 RKQWRLQQPILKLAL 300 

856 AGG AAG CAG TGG CGG CTG CAG CAG CCG ATC CTC AAG CTG GCT CTC 900 

301 QRALQDIAEVDHSEG 315 

901 CAG AGG GCT CTG CAG GAC ATT GCT GAG GTG GAT CAC AGT GAA GGA 945 

316 CF'RQGTPEMSRSSLV 330 

946 TGC TTC CGT CAG GGC ACC CCG GAG ATG TCG AGA AGC AGT CTG GTG 990 

331 * 331 

991 TAG 993 



ill 

ill 



m 



Figure 2. 



1MESSPIPQSSGNSST 
1 ATG GAG TCC TCA CCC ATC CCC CAG TCA TCA GGG AAC TCT TCC ACT 
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16LGRVPQTPGPSTASG 
46 TTG GGG AGG GTC CCT CAA ACC CCA GGT CCC TCT ACT GCC AGT GGG 



30 
90 



31VPEVGLRDVAS E SVA 45 

91 GTC CCG GAG GTG GGG CTA CGG GAT GTT GCT TCG GAA TCT GTG GCC 135 

46LFFMLLLDLTAVAGN 60 

13 6 CTC TTC TTC ATG CTC CTG CTG GAC TTG ACT GCT GTG GCT GGC AAT 180 

61AAVMAV I AKT PALRK 75 

181 GCC GCT GTG ATG GCC GTG ATC GCC AAG ACG CCT GCC CTC CGA AAA 225 

76FVFVFHLCLVDLLAA 90 

226 TTT GTC TTC GTC TTC CAC CTC TGC CTG GTG GAC CTG CTG GCT GCC 270 



91LTLMPLAMLS S SALF 105 

271 CTG ACC CTC ATG CCC CTG GCC ATG CTC TCC AGC TCT GCC CTC TTT 315 

106 DHALFGEVACRLYLF 120 

316 GAC CAC GCC CTC TTT GGG GAG GTG GCC TGC CGC CTC TAC TTG TTT 360 

121 LSVCFVSLAILSVSA 135 

3 61 CTG AGC GTG TGC TTT GTC AGC CTG GCC ATC CTC TCG GTG TCA GCC 405 



136 INVERYYYVVHPMRY 150 

406 ATC AAT GTG GAG CGC TAC TAT TAC GTA GTC CAC CCC ATG CGC TAC 450 

151 EVRMTLGLVASVLVG 165 

451 GAG GTG CGC ATG ACG CTG GGG CTG GTG GCC TCT GTG CTG GTG GGT 4 95 
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166 VWVKALAMASVPVLG 180 

496 GTG TGG GTG AAG GCC TTG GCC ATG GCT TCT GTG CCA GTG TTG GGA 540 

181 RVSWEEGAPSVPPGC 195 

541 AGG GTC TCC TGG GAG GAA GGA GCT CCC AGT GTC CCC CCA GGC TGT 585 



196 SLQWSHSAYCQLFVV 210 

586 TCA CTC CAG TGG AGC CAC AGT GCC TAC TGC CAG CTT TTT GTG GTG 630 

211 VFAVLYFLLPLLLIL 225 

631 GTC TTT GCT GTC CTT TAC TTT CTG TTG CCC CTG CTC CTC ATA CTT 675 

226 VVYCSMFRVARVAAM 240 

676 GTG GTC TAC TGC AGC ATG TTC CGA GTG GCC CGC GTG GCT GCC ATG 720 

241 QHGPLPTWMETPRQR 255 

721 CAG CAC GGG CCG CTG CCC ACG TGG ATG GAG ACA CCC CGG CAA CGC 765 

256 SESLSSRSTMVTSSG 270 

766 TCC GAA TCT CTC AGC AGC CGC TCC ACG ATG GTC ACC AGC TCG GGG 810 
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Figure 2 (cont.) 

811 GCC CCC CAG ACC ACC CCA CAC CGG ACG TTT GGG GGA GGG AAA GCA 



855 



286 AVVLLAVGGQFLLCW 300 

856 GCA GTG GTT CTC CTG GCT GTG GGG GGA CAG TTC CTG CTC TGT TGG 900 

301 LPYFS FHLYVALSAQ 315 

901 TTG CCC TAC TTC TCT TTC CAC CTC TAT GTT GCC CTG AGT GCT CAG 945 

316 PI STGQVESVVTWIG 330 

94 6 CCC ATT TCA ACT GGG CAG GTG GAG AGT GTG GTC ACC TGG ATT GGC 990 

331 YFCFTSNPFFYGCLN 345 

991 TAC TTT TGC TTC ACT TCC AAC CCT TTC TTC TAT GGA TGT CTC AAC 1035 

346 RQIRGELSKQFVCFF 360 

1036 CGG CAG ATC CGG GGG GAG CTC AGC AAG CAG TTT GTC TGC TTC TTC 10 80 

361 KPAPEEELRLPSREG 375 

1081 AAG CCA GCT CCA GAG GAG GAG CTG AGG CTG CCT AGC CGG GAG GGC 1125 



376 SIEENFLQFLQGTGC 390 

1126 TCC ATT GAG GAG AAC TTC CTG CAG TTC CTT CAG GGG ACT GGC TGT 1170 

391 PSESWVSRPLPSPKQ 405 

1171 CCT TCT GAG TCC TGG GTT TCC CGA CCC CTA CCC AGC CCC AAG CAG 1215 



406 EPPAVDFRIPGQIAE 420 
1216 GAG CCA CCT GCT GTT GAC TTT CGA ATC CCA GGC CAG ATA GCT GAG 1260 
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421 ETSEFLEQQLTSDII 435 

12 61 GAG ACC TCT GAG TTC CTG GAG CAG CAA CTC ACC AGC GAC ATC ATC 13 05 

436 MSDSYLRPAASPRLE 450 

13 06 ATG TCA GAC AGC TAC CTC CGT CCT GCC GCC TCA CCC CGG CTG GAG 13 50 
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Figure 3. 



1MDPTI STLDTELTP I 
1 ATG GAT CCA ACC ATC TCA ACC TTG GAC ACA GAA CTG ACA CCA ATC 
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16NGTEETLCYKQTLSL 
46 AAC GGA ACT GAG GAG ACT CTT TGC TAC AAG CAG ACC TTG AGC CTC 



30 
90 



31TVLTC IVSLVGLTGN 45 

91 ACG GTG CTG ACG TGC ATC GTT TCC CTT GTC GGG CTG ACA GGA AAC 13 5 

46AVVL W L L GCRMRRNA 60 

13 6 GCA GTT GTG CTC TGG CTC CTG GGC TGC CGC ATG CGC AGG AAC GCC 180 

61 FS IYILNLAAADFLF 75 

181 TTC TCC ATC TAC ATC CTC AAC TTG GCC GCA GCA GAC TTC CTC TTC 225 

76LSGRLIYSLLSFISI 90 

22 6 CTC AGC GGC CGC CTT ATA TAT TCC CTG TTA AGC TTC ATC AGT ATC 270 
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91PHT I S KI LYPVMMFS 105 

271 CCC CAT ACC ATC TCT AAA ATC CTC TAT CCT GTG ATG ATG TTT TCC 315 

106 YFAGLS FLSAVSTER 120 

316 TAC TTT GCA GGC CTG AGC TTT CTG AGT GCC GTG AGC ACC GAG CGC 360 

121 CLSVLWPIWYRCHRP 135 

361 TGC CTG TCC GTC CTG TGG CCC ATC TGG TAC CGC TGC CAC CGC CCC 405 

136 THLSAVVCVLLWALS 150 

406 ACA CAC CTG TCA GCG GTG GTG TGT GTC CTG CTC TGG GCC CTG TCC 450 

151 LLRS ILEWMLCGFLF 165 

451 CTG CTG CGG AGC ATC CTG GAG TGG ATG TTA TGT GGC TTC CTG TTC 495 

166 SGADSAWCQTSDFIT 180 

496 AGT GGT GCT GAT TCT GCT TGG TGT CAA ACA TCA GAT TTC ATC ACA 54 0 



181 VAWLIFLCVVLCGSS 195 

541 GTC GCG TGG CTG ATT TTT TTA TGT GTG GTT CTC TGT GGG TCC AGC 585 

196 LVLLIRILCGSRKIP 210 

586 CTG GTC CTG CTG ATC AGG ATT CTC TGT GGA TCC CGG AAG ATA CCG 630 

211 LTRLYVTILLTVLVF 225 

631 CTG ACC AGG CTG TAC GTG ACC ATC CTG CTC ACA GTA CTG GTC TTC 675 

226 LLCGLPFGIQFFLFL 240 

676 CTC CTC TGT GGC CTG CCC TTT GGC ATT CAG TTT TTC CTA TTT TTA 72 0 

241 WIHVDREVLFCHVHL 255 

721 TGG ATC CAC GTG GAC AGG GAA GTC TTA TTT TGT CAT GTT CAT CTA 7 65 

256 VSIFLSALNSSANPI 270 

766 GTT TCT ATT TTC CTG TCC GCT CTT AAC AGC AGT GCC AAC CCC ATC 810 
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Figure 3 (cont.) 

811 ATT TAC TTC TTC GTG GGC TCC TTT AGG CAG CGT CAA AAT AGG CAG 855 

286 NLKLVLQRALQDASE 300 

856 AAC CTG AAG CTG GTT CTC CAG AGG GCT CTG CAG GAC GCG TCT GAG 900 

301 VDEGGGQLPEEILEL 315 

901 GTG GAT GAA GGT GGA GGG CAG CTT CCT GAG GAA ATC CTG GAG CTG 945 

316 SGSRLEQ* 323 

946 TCG GGA AGC AGA TTG GAG CAG TGA 969 




Figure 4, 

1 MLS ILLPSRGSRSGSRRGAL 20 

1 ATGCTGTCCATTTTGCTTCCTTCCAGGGGAAGCAGAAGCGGGAGCCGTCGTGGAGCTCTG 6 0 

21 LLEGASRDMEKVDMNTSQEQ 40 

6 1 CTCCTGGAGGGAGCCTCCCGGGACATGGAGAAGGTGGACATGAATACATCACAGGAACAA 120 

41 GLCQFSEKYKQVYLSLAYS I 60 

121 GGTCTCTGCCAGTTCTCAGAGAAGTACAAGCAAGTCTACCTCTCCCTGGCCTACAGTATC 180 

61 I FILGLPLNGTVLWHSWGQT 80 

181 ATCTTTATCCTAGGGCTGCCACTAAATGGCACTGTCTTGTGGCACTCCTGGGGCCAAACC 240 

81 KRWSCATTYLVNLMVADLLY 100 

241 AAGCGCTGGAGCTGTGCCACCACCTATCTGGTGAACCTGATGGTGGCCGACCTGCTTTAT 3 00 

101 VLLPFLI ITYSLDDRWPFGE 120 

301 GTGCTATTGCCCTTCCTCATCATCACCTACTCACTAGATGACAGGTGGCCCTTCGGGGAG 3 60 

121 LLCKLVHFLFYINLYGS ILL 140 

361 CTGCTCTGCAAGCTGGTGCACTTCCTGTTCTATATCAACCTTTACGGCAGCATCCTGCTG 420 

141 LTCISVHQFLGVCHPLCSLP 160 

421 CTGACCTGCATCTCTGTGCACCAGTTCCTAGGTGTGTGCCACCCACTGTGTTCGCTGCCC 480 

161 YRTRRHAWLGTSTTWALVVL 180 

4 81 TACCGGACCCGCAGGCATGCCTGGCTGGGCACCAGCACCACCTGGGCCCTGGTGGTCCTC 540 

181 QLLPTLAFSHTDYINGQMIW 200 

541 CAGCTGCTGCCCACACTGGCCTTCTCCCACACGGACTACATCAATGGCCAGATGATCTGG 6 00 



p| 201 YDMTSQENFDRLFAYGIVLT 220 

■jSt 601 TATGACATGACCAGCCAAGAGAATTTTGATCGGCTTTTTGCCTACGGCATAGTTCTGACA 660 



Sj* 221 LSGFFPSLVILVCYSLMVRS 240 

M 661 TTGTCTGGCTTTTTTCCCTCCTTGGTCATTTTGGTGTGCTATTCACTGATGGTCAGGAGC 720 

j|| 241 LIKPEENLMRTGNTARARSI 260 

721 CTGATCAAGCCAGAGGAGAACCTCATGAGGACAGGCAACACAGCCCGAGCCAGGTCCATC 7 80 

261 RTILLVCGLFTLCFVPFHIT 280 

7 81 CGGACCATCCTACTGGTGTGTGGCCTCTTCACCCTCTGTTTTGTGCCCTTCCATATCACT 84 0 

281 RSFYLTICFLLSQDCQLLMA 300 

841 CGCTCCTTCTACCTCACCATCTGCTTTCTGCTTTCTCAGGACTGCCAGCTCTTGATGGCA 900 

301 ASVAYKIWRPLVSVSSCLNP 320 

901 GCCAGTGTGGCCTACAAGATATGGAGGCCTCTGGTGAGTGTGAGCAGCTGCCTCAACCCA 960 



321 VLYFLSRGAKIESGS SRN* 
961 GTCCTGTACTTTCTTTCAAGGGGGGCAAAAATAGAGTCAGGCTCCTCCAGAAACTGA 
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1MNQTLNSSGTVE SAL 
1 ATG AAC CAG ACT TTG AAT AGC AGT GGG ACC GTG GAG TCA GCC CTA 

16 N Y S R G S TVHTAYLVL 
46 AAC TAT TCC AGA GGG AGC ACA GTG CAC ACG GCC TAC CTG GTG CTG 

31 S SLAMFTCLCGMAGN 
91 AGC TCC CTG GCC ATG TTC ACC TGC CTG TGC GGG ATG GCA GGC AAC 

46 S MVI WLLGFRMHRNP 
136 AGC ATG GTG ATC TGG CTG CTG GGC TTT CGA ATG CAC AGG AAC CCC 

61FCIYILNLAAADLLF 
181 TTC TGC ATC TAT ATC CTC AAC CTG GCG GCA GCC GAC CTC CTC TTC 

76LFSMASTLSLETQPL 
226 CTC TTC AGC ATG GCT TCC ACG CTC AGC CTG GAA ACC CAG CCC CTG 

91VNTTDKVHELMKRLM 
271 GTC AAT ACC ACT GAC AAG GTC CAC GAG CTG ATG AAG AGA CTG ATG 

106YFAYTVGLSLLTAIS 
316 TAC TTT GCC TAC ACA GTG GGC CTG AGC CTG CTG ACG GCC ATC AGC 

121 TQRCLSVLFPIWFKC 
361 ACC CAG CGC TGT CTC TCT GTC CTC TTC CCT ATC TGG TTC AAG TGT 

136 HRPRHLSAWVCGLLW 
406 CAC CGG CCC AGG CAC CTG TCA GCC TGG GTG TGT GGC CTG CTG TGG 

151 TLCLLMNGLTSSFCS 
451 ACA CTC TGT CTC CTG ATG AAC GGG TTG ACC TCT TCC TTC TGC AGC 

166 KFLKFNEDRCFRVDM 
4 96 AAG TTC TTG AAA TTC AAT GAA GAT CGG TGC TTC AGG GTG GAC ATG 

181 VQAAL IMGVLTPVMT 
541 GTC CAG GCC GCC CTC ATC ATG GGG GTC TTA ACC CCA GTG ATG ACT 

196 LSSLTLFVWVRRSSQ 
586 CTG TCC AGC CTG ACC CTC TTT GTC TGG GTG CGG AGG AGC TCC CAG 

211 QWRRQPTRLFVVVLA 
631 CAG TGG CGG CGG CAG CCC ACA CGG CTG TTC GTG GTG GTC CTG GCC 

226 SVLVFLICSLPLSIY 
676 TCT GTC CTG GTG TTC CTC ATC TGT TCC CTG CCT CTG AGC ATC TAC 

241 WFVLYWLSLPPEMQV 
721 TGG TTT GTG CTC TAC TGG TTG AGC CTG CCG CCC GAG ATG CAG GTC 

256 LCFSLSRLSSSVSSS 
766 CTG TGC TTC AGC TTG TCA CGC CTC TCC TCG TCC GTA AGC AGC AGC 
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Figure 5 (cont.) 

811 GCC AAC CCC GTC ATC TAC TTC CTG GTG GGC AGC CGG AGG AGC CAC 855 

286 RLPTRSLGTVLQQAL 300 

856 AGG CTG CCC ACC AGG TCC CTG GGG ACT GTG CTC CAA CAG GCG CTT 900 

301 REEPELEGGETPTVG 315 

901 CGC GAG GAG CCC GAG CTG GAA GGT GGG GAG ACG CCC ACC GTG GGC 945 

316 T N E M G A * 322 

946 ACC AAT GAG ATG GGG GCT TGA 966 




Figure 6. 



1MEADLGATGHRPRTE 
1 ATG GAA GCT GAC CTG GGT GCC ACT GGC CAC AGG CCC CGC ACA GAG 



15 
45 



16LDDED SYPQGGWDTV 
46 CTT GAT GAT GAG GAC TCC TAC CCC CAA GGT GGC TGG GAC ACG GTC 



30 
90 



31FLVALLLLGLPANGL 45 

91 TTC CTG GTG GCC CTG CTG CTC CTT GGG CTG CCA GCC AAT GGG TTG 135 

46MAWLAGS QARHGAGT 60 

136 ATG GCG TGG CTG GCC GGC TCC CAG GCC CGG CAT GGA GCT GGC ACG 180 

61 RLALLLLSLALSDFL 75 

181 CGT CTG GCG CTG CTC CTG CTC AGC CTG GCC CTC TCT GAC TTC TTG 225 

76FLAAAAFQI LE I RHG 90 

22 6 TTC CTG GCA GCA GCG GCC TTC CAG ATC CTA GAG ATC CGG CAT GGG 270 

91GHWPLGTAACRFYYF 105 

271 GGA CAC TGG CCG CTG GGG ACA GCT GCC TGC CGC TTC TAC TAC TTC 315 

106 LWGVSYSSGLFLLAA 120 

316 CTA TGG GGC GTG TCC TAC TCC TCC GGC CTC TTC CTG CTG GCC GCC 360 



121 LSLDRCLLALCPHWY 135 

361 CTC AGC CTC GAC CGC TGC CTG CTG GCG CTG TGC CCA CAC TGG TAC 405 

136 PGHRPVRLPLWVCAG 150 

406 CCT GGG CAC CGC CCA GTC CGC CTG CCC CTC TGG GTC TGC GCC GGT 450 
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151 VWVLATLFSVPWLVF 165 

4 51 GTC TGG GTG CTG GCC ACA CTC TTC AGC GTG CCC TGG CTG GTC TTC 495 

166 PEAAVWWYDLVICLD 180 

4 96 CCC GAG GCT GCC GTC TGG TGG TAC GAC CTG GTC ATC TGC CTG GAC 54 0 

181 FWDSEELSLRMLEVL 195 

541 TTC TGG GAC AGC GAG GAG CTG TCG CTG AGG ATG CTG GAG GTC CTG 585 



196 GGFLPFLLLLVCHVL 210 

586 GGG GGC TTC CTG CCT TTC CTC CTG CTG CTC GTC TGC CAC GTG CTC 63 0 

211 TQATACRTCHRQQQP 225 

631 ACC CAG GCC ACA GCC TGT CGC ACC TGC CAC CGC CAA CAG CAG CCC 675 

226 AACRGFARVARTI LS 240 

676 GCA GCC TGC CGG GGC TTC GCC CGT GTG GCC AGG ACC ATT CTG TCA 72 0 

241 AYVVLRLPYQLAQLL 255 

721 GCC TAT GTG GTC CTG AGG CTG CCC TAC CAG CTG GCC CAG CTG CTC 765 

256 YLAFLWDVYSGYLLW 270 

766 TAC CTG GCC TTC CTG TGG GAC GTC TAC TCT GGC TAC CTG CTC TGG 810 
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Figure 6 (cont.) 

811 GAG GCC CTG GTC TAC TCC GAC TAC CTG ATC CTA CTC AAC AGC TGC 



855 



286 LSPFLCLMASADLRT 300 

856 CTC AGC CCC TTC CTC TGC CTC ATG GCC AGT GCC GAC CTC CGG ACC 900 

301 LLRSVLS S FAAALCE 315 

901 CTG CTG CGC TCC GTG CTC TCG TCC TTC GCG GCA GCT CTC TGC GAG 945 

316 ERPGSFTPTEPQTQL 330 

946 GAG CGG CCG GGC AGC TTC ACG CCC ACT GAG CCA CAG ACC CAG CTA 990 

331 DSEGPTLPEPMAEAQ 345 

991 GAT TCT GAG GGT CCA ACT CTG CCA GAG CCG ATG GCA GAG GCC CAG 1035 

346 SQMDPVAQPQVNPTL 360 

1036 TCA CAG ATG GAT CCT GTG GCC CAG CCT CAG GTG AAC CCC ACA CTC 1080 

361 QPRSDPTAQPQLNPT 375 

1081 CAG CCA CGA TCG GAT CCC ACA GCT CAG CCA CAG CTG AAC CCT ACG 1125 



376 AQPQSDPTAQPQLNL 390 
1126 GCC CAG CCA CAG TCG GAT CCC ACA GCC CAG CCA CAG CTG AAC CTC 117 0 



391 MAQPQSDSVAQPQAD 405 
1171 ATG GCC CAG CCA CAG TCA GAT TCT GTG GCC CAG CCA CAG GCA GAC 1215 



406 TNVQTPAPAASSVPS 420 

1216 ACT AAC GTC CAG ACC CCT GCA CCT GCT GCC AGT TCT GTG CCC AGT 1260 

421 PCDEASPTPSSHPTP 435 

1261 CCC TGT GAT GAA GCT TCC CCA ACC CCA TCC TCG CAT CCT ACC CCA 1305 



436 GALEDPATPPASEGE 450 

13 06 GGG GCC CTT GAG GAC CCA GCC ACA CCT CCT GCC TCT GAA GGA GAA 1350 

451 SPSSTPPEAAPGAGP 465 

1351 AGC CCC AGC AGC ACC CCG CCA GAG GCG GCC CCG GGC GCA GGC CCC 13 95 
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Figure 7 



1MNEPLDYLANASDFP 15 

1 ATG AAT GAG CCA CTA GAC TAT TTA GCA AAT GCT TCT GAT TTC CCC 45 

16DYAAAFGNCTDENIP 30 

46 GAT TAT GCA GCT GCT TTT GGA AAT TGC ACT GAT GAA AAC ATC CCA 90 

31 LKMHYLPVIYGI IFL 45 

91 CTC AAG ATG CAC TAC CTC CCT GTT ATT TAT GGC ATT ATC TTC CTC 135 

46VGFPGNAVVI STYI F 60 

136 GTG GGA TTT CCA GGC AAT GCA GTA GTG ATA TCC ACT TAC ATT TTC 180 

61KMRPWKS STI IMLNL 75 

181 AAA ATG AGA CCT TGG AAG AGC AGC ACC ATC ATT ATG CTG AAC CTG 225 

76ACTDLLYLTSLPFL I 90 

226 GCC TGC ACA GAT CTG CTG TAT CTG ACC AGC CTC CCC TTC CTG ATT 270 

91HYYAS GENW I FGDFM 105 

271 CAC TAC TAT GCC AGT GGC GAA AAC TGG ATC TTT GGA GAT TTC ATG 315 

106 CKFIRFSFHFNLYSS 120 

316 TGT AAG TTT ATC CGC TTC AGC TTC CAT TTC AAC CTG TAT AGC AGC 36 0 

121 ILFLTCFS IFRYCVI 135 

361 ATC CTC TTC CTC ACC TGT TTC AGC ATC TTC CGC TAC TGT GTG ATC 405 

136 IHPMSCFS IHKTRCA 150 

4 06 ATT CAC CCA ATG AGC TGC TTT TCC ATT CAC AAA ACT CGA TGT GCA 450 

151 VVACAVVWI ISLVAV 165 

451 GTT GTA GCC TGT GCT GTG GTG TGG ATC ATT TCA CTG GTA GCT GTC 495 

166 I PMTFLITSTNRTNR 180 

496 ATT CCG ATG ACC TTC TTG ATC ACA TCA ACC AAC AGG ACC AAC AGA 540 

181 SACLDLTSSDELNTI 195 

541 TCA GCC TGT CTC GAC CTC ACC AGT TCG GAT GAA CTC AAT ACT ATT 585 

196 KWYNLILTATTFCLP 210 

586 AAG TGG TAC AAC CTG ATT TTG ACT GCA ACT ACT TTC TGC CTC CCC 63 0 

211 LVIVTLCYTTIIHTL 225 

631 TTG GTG ATA GTG ACA CTT TGC TAT ACC ACG ATT ATC CAC ACT CTG 675 

226 THGLQTDS CLKQKAR 240 

676 ACC CAT GGA CTG CAA ACT GAC AGC TGC CTT AAG CAG AAA GCA CGA 720 

241 RLTILLLLAFYVCFL 255 

721 AGG CTA ACC ATT CTG CTA CTC CTT GCA TTT TAC GTA TGT TTT TTA 765 

256 PFHILRVIRIESRLL 270 

7 66 CCC TTC CAT ATC TTG AGG GTC ATT CGG ATC GAA TCT CGC CTG CTT 810 



271 S I S C S 
811 TCA ATC AGT TGT TCC 

286 V S R P L 
856 GTT TCT AGA CCA TTA 

301 L Y V V V 
901 CTA TAT GTG GTG GTC 

316 T V R C K 
946 ACA GTG AGA TGC AAA 

331 I S Y S N 
991 ATT AGT TAC TCA AAC 



I E N Q I H 
ATT GAG AAT CAG ATC CAT 

A A L N T F 
GCT GCT CTG AAC ACC TTT 

S D N F Q Q 
AGC GAC AAC TTT CAG CAG 

V S G N L E 
GTA AGC GGG AAC CTT GAG 

N P * 
AAC CCT TGA 



E A Y I 285 
GAA GCT TAC ATC 855 

G N L L 300 
GGT AAC CTG TTA 900 

A V C S 315 
GCT GTC TGC TCA 945 

Q A K K 330 
CAA GCA AAG AAA 990 
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Figure 8. 



1MNNNTTCIQPSMISS 
1 ATG AAC AAC AAT ACA ACA TGT ATT CAA CCA TCT ATG ATC TCT TCC 
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16MALPI IYILLCIVGV 
46 ATG GCT TTA CCA ATC ATT TAC ATC CTC CTT TGT ATT GTT GGT GTT 



30 
90 



31FGNTLSQWI FLTKIG 45 

91 TTT GGA AAC ACT CTC TCT CAA TGG ATA TTT TTA ACA AAA ATA GGT 13 5 

46KKTSTHIYLSHLVTA 60 

13 6 AAA AAA ACA TCA ACG CAC ATC TAC CTG TCA CAC CTT GTG ACT GCA 180 

61NLLVCSAMPFMS IYF 75 

181 AAC TTA CTT GTG TGC AGT GCC ATG CCT TTC ATG AGT ATC TAT TTC 225 

76LKGFQWEYQSAQCRV 90 

226 CTG AAA GGT TTC CAA TGG GAA TAT CAA TCT GCT CAA TGC AGA GTG 270 



91VNFLGTLSMHASMFV 105 

271 GTC AAT TTT CTG GGA ACT CTA TCC ATG CAT GCA AGT ATG TTT GTC 315 

106 SLLILSWIAISRYAT 120 

316 AGT CTC TTA ATT TTA AGT TGG ATT GCC ATA AGC CGC TAT GCT ACC 3 60 



m 
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121 LMQKDSSQETTSCYE 135 

3 61 TTA ATG CAA AAG GAT TCC TCG CAA GAG ACT ACT TCA TGC TAT GAG 4 05 

136 KIFYGHLLKKFRQPN 150 

406 AAA ATA TTT TAT GGC CAT TTA CTG AAA AAA TTT CGC CAG CCC AAC 450 



151 FARKLCIYIWGVVLG 165 
451 TTT GCT AGA AAA CTA TGC ATT TAC ATA TGG GGA GTT GTA CTG GGC 4 95 



166 IIIPVTVYYSVIEAT 180 

496 ATA ATC ATT CCA GTT ACC GTA TAC TAC TCA GTC ATA GAG GCT ACA 540 

181 EGEESLCYNRQMELG 195 

541 GAA GGA GAA GAG AGC CTA TGC TAC AAT CGG CAG ATG GAA CTA GGA 585 



196 AMISQIAGLIGTTFI 210 

5 86 GCC ATG ATC TCT CAG ATT GCA GGT CTC ATT GGA ACC ACA TTT ATT 630 

211 GFSFLVVLTSYYSFV 225 

631 GGA TTT TCC TTT TTA GTA GTA CTA ACA TCA TAC TAC TCT TTT GTA 675 

226 SHLRKIRTCTS IMEK 240 

67 6 AGC CAT CTG AGA AAA ATA AGA ACC TGT ACG TCC ATT ATG GAG AAA 720 

241 DLTYS SVKRHLLVI Q 255 

721 GAT TTG ACT TAC AGT TCT GTG AAA AGA CAT CTT TTG GTC ATC CAG 765 

256 ILLIVCFLPYSIFKP 270 

7 66 ATT CTA CTA ATA GTT TGC TTC CTT CCT TAT AGT ATT TTT AAA CCC 810 
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Figure 8 (cont.) 

811 ATT TTT TAT GTT CTA CAC CAA AGA GAT AAC TGT CAG CAA TTG AAT 855 

286 YLIETKNILTCLASA 300 

856 TAT TTA ATA GAA ACA AAA AAC ATT CTC ACC TGT CTT GCT TCG GCC 900 

301 RSSTDPIIFLLLDKT 315 

901 AGA AGT AGC ACA GAC CCC ATT ATA TTT CTT TTA TTA GAT AAA ACA 945 

316 FKKTLYNLFTKSNSA 330 

94 6 TTC AAG AAG ACA CTA TAT AAT CTC TTT ACA AAG TCT AAT TCA GCA 990 

331 H M Q S Y G * 337 

991 CAT ATG CAA TCA TAT GGT TGA 1011 




Figure 9. 



1MYNGS CCRIEGDT I S 
1 ATG TAC AAC GGG TCG TGC TGC CGC ATC GAG GGG GAC ACC ATC TCC 



15 
45 



16QVMPPLL IVAFVLGA 
46 CAG GTG ATG CCG CCG CTG CTC ATT GTG GCC TTT GTG CTG GGC GCA 



30 
90 



31LGMGVALCGFCFHMK 45 

91 CTA GGC AAT GGG GTC GCC CTG TGT GGT TTC TGC TTC CAC ATG AAG 135 

46TWKPS TVYLFNLAVA 60 

13 6 ACC TGG AAG CCC AGC ACT GTT TAC CTT TTC AAT TTG GCC GTG GCT 180 

61DFLLMI CLPFRTDYY 75 

181 GAT TTC CTC CTT ATG ATC TGC CTG CCT TTT CGG ACA GAC TAT TAC 225 

76LRRRHWAFGD I P CRV 90 

22 6 CTC AGA CGT AGA CAC TGG GCT TTT GGG GAC ATT CCC TGC CGA GTG 270 

91 G L FTLAMNRAGS IVF 105 

271 GGG CTC TTC ACG TTG GCC ATG AAC AGG GCC GGG AGC ATC GTG TTC 315 



106 LTVVAADRYFKVVHP 120 
316 CTT ACG GTG GTG GCT GCG GAC AGG TAT TTC AAA GTG GTC CAC CCC 360 



121 HHAVNTI STRVAAGI 135 

3 61 CAC CAC GCG GTG AAC ACT ATC TCC ACC CGG GTG GCG GCT GGC ATC 405 

136 VCTLWALVI LGTVYL 150 

4 06 GTC TGC ACC CTG TGG GCC CTG GTC ATC CTG GGA ACA GTG TAT CTT 450 
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151 LLENHLCVQETAVS C 165 

451 TTG CTG GAG AAC CAT CTC TGC GTG CAA GAG ACG GCC GTC TCC TGT 495 

166 ESFIMESANGWHDIM 180 

4 96 GAG AGC TTC ATC ATG GAG TCG GCC AAT GGC TGG CAT GAC ATC ATG 540 



181 FQLEFFMPLGIILFC 195 

541 TTC CAG CTG GAG TTC TTT ATG CCC CTC GGC ATC ATC TTA TTT TGC 585 

196 SFKIVWSLRRRQQLA 210 

586 TCC TTC AAG ATT GTT TGG AGC CTG AGG CGG AGG CAG CAG CTG GCC 630 

211 RQARMKKATRF IMVV 225 

631 AGA CAG GCT CGG ATG AAG AAG GCG ACC CGG TTC ATC ATG GTG GTG 675 

226 AIVFITCYLPSVSAR 240 

676 GCA ATT GTG TTC ATC ACA TGC TAC CTG CCC AGC GTG TCT GCT AGA 720 

241 LYFLWTVPSSACDPS 255 

721 CTC TAT TTC CTC TGG ACG GTG CCC TCG AGT GCC TGC GAT CCC TCT 765 

256 VHGALHITLSFTYMN 270 

766 GTC CAT GGG GCC CTG CAC ATA ACC CTC AGC TTC ACC TAC ATG AAC 810 
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Figure 9 (cont.) 

811 AGC ATG CTG GAT CCC CTG GTG 

286 P K F Y N K L 
856 CCC AAA TTC TAC AAC AAG CTC 

301 Q P G H S K T 
901 CAG CCA GGA CAC TCA AAA ACA 

316 S M L G R R S 
946 TCG AAC CTC GGT CGC AGG AGT 

331 Q S Q S D G Q 
991 CAA AGC CAG TCT GAT GGG CAA 

346 H * 
103 6 CAC TGA 



TAT TAT TTT TCA AGC CCC TCC TTT 855 

KICSLKPK 300 
AAA ATC TGC AGT CTG AAA CCC AAG 900 

QRPEEMPI 315 
CAA AGG CCG GAA GAG ATG CCA ATT 945 

CISVANSF 330 
TGC ATC AGT GTG GCA AAT AGT TTC 990 

WDPHIVEW 345 
TGG GAT CCC CAC ATT GTT GAG TGG 1035 

347 
1041 



Figure 10. 



1MGPGEALLAGLLVMV 
1 ATG GGC CCC GGC GAG GCG CTG CTG GCG GGT CTC CTG GTG ATG GTA 
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45 



16LAVALL SNALVLLC C 
46 CTG GCC GTG GCG CTG CTA TCC AAC GCA CTG GTG CTG CTT TGT TGC 



30 
90 



31AYSAELRTRASGVLL 45 

91 GCC TAC AGC GCT GAG CTC CGC ACT CGA GCC TCA GGC GTC CTC CTG 13 5 

46VNLSLGHLLLAALDM 60 

13 6 GTG AAT CTG TCT CTG GGC CAC CTG CTG CTG GCG GCG CTG GAC ATG 180 

61PFTLLGVMRGRTPSA 75 

181 CCC TTC ACG CTG CTC GGT GTG ATG CGC GGG CGG ACA CCG TCG GCG 22 5 

76PGACQVIGFLDTFLA 90 

226 CCC GGC GCA TGC CAA GTC ATT GGC TTC CTG GAC ACC TTC CTG GCG 270 

91SNAALSVAAL SADQW 105 

271 TCC AAC GCG GCG CTG AGC GTG GCG GCG CTG AGC GCA GAC CAG TGG 315 



106 LAVGFPLRYAGRLRP 120 

316 CTG GCA GTG GGC TTC CCA CTG CGC TAC GCC GGA CGC CTG CGA CCG 36 0 

121 RYAGLLLGCAWGQSL 135 

3 61 CGC TAT GCC GGC CTG CTG CTG GGC TGT GCC TGG GGA CAG TCG CTG 405 

136 AFSGAALGCSWLGYS 150 

4 06 GCC TTC TCA GGC GCT GCA CTT GGC TGC TCG TGG CTT GGC TAC AGC 450 



151 SAFASCSLRLPPEPE 165 

451 AGC GCC TTC GCG TCC TGT TCG CTG CGC CTG CCG CCC GAG CCT GAG 495 

166 RPRFAAFTATLHAVG 180 

4 96 CGT CCG CGC TTC GCA GCC TTC ACC GCC ACG CTC CAT GCC GTG GGC 540 
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181 FVLPLAVLCLTSLQV 195 
541 TTC GTG CTG CCG CTG GCG GTG CTC TGC CTC ACC TCG CTC CAG GTG 585 



196 HRVARRHCQRMDTVT 210 

5 86 CAC CGG GTG GCA CGC AGA CAC TGC CAG CGC ATG GAC ACC GTC ACC 630 

211 MKALALLADLHPRYW 225 

631 ATG AAG GCG CTC GCG CTG CTC GCC GAC CTG CAC CCC AGG TAT TGG 675 

226 PSACRQAQARDLGAP 240 

676 CCC AGT GCA TGC CGA CAG GCC CAG GCC AGG GAC TTG GGC GCT CCC 720 

241 WAVGLRSLWASPPLL 255 

721 TGG GCA GTT GGC TTG AGG AGC CTG TGG GCA TCA CCA CCG TTA CTC 765 

256 CPEFTSHSTAPARCS 270 

766 TGC CCA GAG TTC ACC AGC CAC AGC ACT GCC CCT GCA CGC TGC TCA 810 



271 Q 



V G 



V 



R 



285 



Figure 10 (cont.) 

811 CAG GGG TTT CCT GTT GGT TCA TTG GTG CAG ACA CTG CGG GGG CCT 855 

286 LPPGICAHSAQGALR 300 

856 CTG CCT CCT GGG ATA TGT GCT CAC AGT GCA CAG GGA GCT TTG CGC 900 

301 RAVGCAS PGGVPRAL 315 

901 AGA GCT GTG GGG TGT GCT TCT CCG GGA GGG GTT CCG CGG GCT CTG 945 

316 LWAARHTPPVHGCGS 330 

946 CTG TGG GCG GCC AGA CAC ACC CCT CCT GTG CAT GGC TGT GGG TCT 990 

331 EASACFCPLLTQCPC 345 

991 GAG GCA TCT GCT TGT TTC TGC CCA CTG CTG ACC CAG TGC CCT TGC 1035 

346 MDLGFKS * 352 

1036 ATG GAC TTG GGC TTC AAG TCT TGA 1059 




Figure 11. 



1MTPNSTGEVPSPIPK 
1 ATG ACG CCC AAC AGC ACT GGC GAG GTG CCC AGC CCC ATT CCC AAG 



15 
45 



16GALGLSLALASL I IT 
46 GGG GCT TTG GGG CTC TCC CTG GCC CTG GCA AGC CTC ATC ATC ACC 



30 
90 



31ANLLLALGIAGTAAC 45 

91 GCG AAC CTG CTC CTA GCC CTG GGC ATC GCT GGG ACC GCC GCC TGC 135 

46AATCWLLLPE PTAGW 60 

136 GCA GCC ACC TGC TGG CTG CTT CTT CCT GAG CCT ACT GCT GGC TGG 180 



61AAHGSGIATLPGLWN 75 

181 GCT GCT CAC GGG TCT GGC ATT GCC ACA TTG CCA GGG CTG TGG AAC 225 

76 Q S RRGYW S CL LVYLA 90 

226 CAG AGT CGC CGG GGT TAC TGG TCC TGC CTC CTC GTC TAC TTG GCT 270 

91PNFSFLSLLANLLLV 105 

271 CCC AAC TTC TCC TTC CTC TCC CTG CTT GCC AAC CTC TTG CTG GTG 315 

106 HGERYMAVLRPLQPP 120 

316 CAC GGG GAG CGC TAC ATG GCA GTC CTG AGG CCA CTC CAG CCC CCT 360 

121 GS IRLALLLTWAGPL 135 

3 61 GGG AGC ATT CGG CTG GCC CTG CTC CTC ACC TGG GCT GGT CCC CTG 4 05 

136 LFASLPALGWNHWTP 150 

406 CTC TTT GCC AGT CTG CCC GCT CTG GGG TGG AAC CAC TGG ACC CCT 450 



151 GANCSSQAIFPAPYL 165 
451 GGT GCC AAC TGC AGC TCC CAG GCT ATC TTC CCA GCC CCC TAC CTG 4 95 



166 YLEVYGLLLPAVGAA 180 
4 96 TAC CTC GAA GTC TAT GGG CTC CTG CTG CCC GCC GTG GGT GCT GCT 540 



181 AFLSVRVLATAHRQL 195 
541 GCC TTC CTC TCT GTC CGC GTG CTG GCC ACT GCC CAC CGC CAG CTG 585 



196 QDICRLERAVCRDEP 210 

586 CAG GAC ATC TGC CGG CTG GAG CGG GCA GTG TGC CGC GAT GAG CCC 630 

211 SALARALTWRQARAQ 225 

631 TCC GCC CTG GCC CGG GCC CTT ACC TGG AGG CAG GCA AGG GCA CAG 675 

226 AGAMLLFGLCWGPYV 240 

676 GCT GGA GCC ATG CTG CTC TTC GGG CTG TGC TGG GGG CCC TAC GTG 720 

241 ATLLLSVLAYEQRPP 255 

721 GCC ACA CTG CTC CTC TCA GTC CTG GCC TAT GAG CAG CGC CCG CCA 765 

256 LGPGTLLSLLSLGSA 270 

766 CTG GGG CCT GGG ACA CTG TTG TCC CTC CTC TCC CTA GGA AGT GCC 810 
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Figure 11 (cont.) 

811 AGT GCA GCG GCA GTG CCC GTA GCC ATG GGG CTG GGC GAT GAG CGC 855 

286 YTAPWRQPPKGACRG 300 

856 TAC ACA GCC CCC TGG AGG CAG CCG CCC AAA GGT GCC TGC AGG GGC 900 

301 CGEEPPGTVPAPALP 315 

901 TGT GGG GAA GAG CCT CCC GGG ACA GTC CCG GCC CCA GCA TTG CCT 945 

316 TTQAAKAVSTWT * 327 

946 ACC ACC CAA GCA GCC AAA GCA GTG TCG ACC TGG ACT TGA 984 




Figure 12. 



1MGD E LAP C PVGTTAW 15 

1 ATG GGG GAT GAG CTG GCA CCT TGC CCT GTG GGC ACT ACA GCT TGG 45 

16 PAL I QLISKTPCMPQ 30 

46 CCG GCC CTG ATC CAG CTC ATC AGC AAG ACA CCC TGC ATG CCC CAA 90 

31AASMTSLGLGDLRVP 45 

91 GCA GCC AGC AAC ACT TCC TTG GGC CTG GGG GAC CTC AGG GTG CCC 135 

46SSMLYWLFLPS SLLA 60 

13 6 AGC TCC ATG CTG TAC TGG CTT TTC CTT CCC TCA AGC CTG CTG GCT 180 

61AATLAVS P LLLVT I L 75 

181 GCA GCC ACA CTG GCT GTC AGC CCC CTG CTG CTG GTG ACC ATC CTG 225 

76RNQRLRQEPHYLLPA 90 

226 CGG AAC CAA CGG CTG CGA CAG GAG CCC CAC TAC CTG CTC CCG GCT 270 



91NILLSDLAYILLHML 105 

271 AAC ATC CTG CTC TCA GAC CTG GCC TAC ATT CTC CTC CAC ATG CTC 315 

106 ISSSSLGGWELGRMA 120 

316 ATC TCC TCC AGC AGC CTG GGT GGC TGG GAG CTG GGC CGC ATG GCC 3 60 

121 CGILTDAVFAACTST 135 

361 TGT GGC ATT CTC ACT GAT GCT GTC TTC GCC GCC TGC ACC AGC ACC 405 



136 ILS FTAIVLHTYLAV 150 

4 06 ATC CTG TCC TTC ACC GCC ATT GTG CTG CAC ACC TAC CTG GCA GTC 45 0 

151 IHPLRYLS FMSHGAA 165 

451 ATC CAT CCA CTG CGC TAC CTC TCC TTC ATG TCC CAT GGG GCT GCC 4 95 

166 WKAVALIWLVACCFP 180 

496 TGG AAG GCA GTG GCC CTC ATC TGG CTG GTG GCC TGC TGC TTC CCC 540 



181 TFLIWLSKWQDAQLE 195 

541 ACA TTC CTT ATT TGG CTC AGC AAG TGG CAG GAT GCC CAG CTG GAG 585 

196 EQGASYILPPSMGTQ 210 

586 GAG CAA GGA GCT TCA TAC ATC CTA CCA CCA AGC ATG GGC ACC CAG 63 0 

211 PGCGLLVIVTYTSIL 225 

631 CCG GGA TGT GGC CTC CTG GTC ATT GTT ACC TAC ACC TCC ATT CTG 675 

226 CVLFLCTALIANCFW 240 

676 TGC GTT CTG TTC CTC TGC ACA GCT CTC ATT GCC AAC TGT TTC TGG 72 0 

241 RIYAEAKTSGIWGQG 255 

721 AGG ATC TAT GCA GAG GCC AAG ACT TCA GGC ATC TGG GGG CAG GGC 7 65 

256 YSRARGTLLIHSVLI 270 

766 TAT TCC CGG GCC AGG GGC ACC CTG CTG ATC CAC TCA GTG CTG ATC 810 
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Figure 12 (cont.) 

811 ACA TTG TAC GTG AGC ACA GGG 

286 L T R Y H H I 
856 CTG ACC AGG TAC CAC CAC ATT 

301 L A A N S E V 
901 CTG GCA GCT AAC AGT GAG GTA 

316 L T Y L Y L L 
94 6 CTC ACA TAC CTG TAC CTG CTC 

331 V R G H L P S 
991 GTC CGG GGC CAC CTC CCA TCC 

346 IS* 
1036 ATT TCC TAG 



GTG GTG TTC TCC CTG GAC ATG GTG 855 

DSGTHTWL 300 
GAC TCT GGG ACT CAC ACA TGG CTC 900 

LMMLPRAM 315 
CTC ATG ATG CTT CCC CGT GCC ATG 945 

RYRQLLGM 330 
CGC TAC CGG CAG CTG TTG GGC ATG 990 

RRHQAIFT 345 
AGG AGG CAC CAG GCC ATC TTT ACC 1035 

347 
1044 




Figure 13. 
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1GPHRSQRSHLCFRAK 15 

1 GGC CCC CAT AGG AGC CAA CGA AGT CAT CTT TGC TTC AGA GCT AAA 45 

16PVFLLSTANILTVII 30 

46 CCA GTT TTT CTT CTC TCC ACA GCA AAT ATC TTG ACA GTG ATC ATC 90 

31 LS QLVARRQKS S YNY 45 

91 CTC TCC CAG CTG GTG GCA AGA AGA CAG AAG TCC TCC TAC AAC TAT 135 

46LLALAAAD I LVL F F I 60 

136 CTC TTG GCA CTC GCT GCT GCC GAC ATC TTG GTC CTC TTT TTC ATA 180 

61VFVDFLLEDFILNMQ 75 

181 GTG TTT GTG GAC TTC CTG TTG GAA GAT TTC ATC TTG AAC ATG CAG 225 

76MPQVPDKI IEVLEFS 90 

226 ATG CCT CAG GTC CCC GAC AAG ATC ATA GAA GTG CTG GAA TTC TCA 270 

91SIHTSIWITVPLTID 105 

271 TCC ATC CAC ACC TCC ATA TGG ATT ACT GTA CCG TTA ACC ATT GAC 315 

106 RYIAVCHPLKYHTVS 120 

316 AGG TAT ATC GCT GTC TGC CAC CCG CTC AAG TAC CAC ACG GTC TCA 360 

121 YPARTRKVIVSVYIT 135 

3 61 TAC CCA GCC CGC ACC CGG AAA GTC ATT GTA AGT GTT TAC ATC ACC 405 

136 CFLTSIPYYWWPNIW 150 

406 TGC TTC CTG ACC AGC ATC CCC TAT TAC TGG TGG CCC AAC ATC TGG 450 

151 TEDYISTSVHHVLIW 165 

451 ACT GAA GAC TAC ATC AGC ACC TCT GTG CAT CAC GTC CTC ATC TGG 495 

166 IHCFTVYLVPCS IFF 180 

4 96 ATC CAC TGC TTC ACC GTC TAC CTG GTG CCC TGC TCC ATC TTC TTC 540 

181 ILNSI IVYKLRRKSN 195 

541 ATC TTG AAC TCA ATC ATT GTG TAC AAG CTC AGG AGG AAG AGC AAT 5 85 

196 FRLRGYSTGKTTAIL 210 

5 86 TTT CGT CTC CGT GGC TAC TCC ACG GGG AAG ACC ACC GCC ATC TTG 630 

211 FTITSIFATLWAPRI 225 

631 TTC ACC ATT ACC TCC ATC TTT GCC ACA CTT TGG GCC CCC CGC ATC 675 

226 IMILYHLYGAPIQNR 240 

676 ATC ATG ATT CTT TAC CAC CTC TAT GGG GCG CCC ATC CAG AAC CGC 72 0 



241 WLVHIMSDIANMLAL 255 

721 TGG CTG GTA CAC ATC ATG TCC GAC ATT GCC AAC ATG CTA GCC CTT 765 

256 LNTAINFFLYCFISK 270 

7 66 CTG AAC ACA GCC ATC AAC TTC TTC CTC TAC TGC TTC ATC AGC AAG 810 
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Figure 13 (cont.) 

811 CGG TTC CGC ACC ATG GCA GCC 

286 C Q K Q P V Q 
856 TGC CAG AAG CAA CCT GTA CAG 

301 I T S S P W I 
901 ATA ACA AGT AGC CCC TGG ATC 

316 K M L V Y Q Y 
946 AAG ATG CTG GTG TAC CAG TAT 

331 V S P * 
991 GTA TCC CCG TGA 



GCC ACG CTC AAG GCT TTC TTC AAG 855 

FYTNHNFS 300 
TTC TAC ACC AAT CAT AAC TTT TCC 900 

SPANSHCI 315 
TCG CCG GCA AAC TCA CAC TGC ATC 945 

DKNGKPIK 330 
GAC AAA AAT GGA AAA CCT ATA AAA 990 

333 
1002 




Figure 14. 



1MLAAAFADSNS S S MN 
1 ATG CTG GCA GCT GCC TTT GCA GAC TCT AAC TCC AGC AGC ATG AAT 
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45 



16 V S FAHLHFAGGYLPS 
46 GTG TCC TTT GCT CAC CTC CAC TTT GCC GGA GGG TAC CTG CCC TCT 



30 
90 



31DSQDWRTI IPALLVA 45 

91 GAT TCC CAG GAC TGG AGA ACC ATC ATC CCG GCT CTC TTG GTG GCT 135 

46VCLVGFVGNLCVIGI 60 

136 GTC TGC CTG GTG GGC TTC GTG GGA AAC CTG TGT GTG ATT GGC ATC 180 

61LLHNAWKGKPSMIHS 75 

181 CTC CTT CAC AAT GCT TGG AAA GGA AAG CCA TCC ATG ATC CAC TCC 225 

76 L I LMLSLADLSLLLF 90 

226 CTG ATT CTG AAT CTC AGC CTG GCT GAT CTC TCC CTC CTG CTG TTT 270 

91 SAP I RATAYS KSVWD 105 

271 TCT GCA CCT ATC CGA GCT ACG GCG TAC TCC AAA AGT GTT TGG GAT 315 



106 LGWFVCKSSDWF IHT 120 

316 CTA GGC TGG TTT GTC TGC AAG TCC TCT GAC TGG TTT ATC CAC ACA 3 60 

121 CMAAKSLTIVVVAKV 135 

3 61 TGC ATG GCA GCC AAG AGC CTG ACA ATC GTT GTG GTG GCC AAA GTA 405 



136 CFMYASDPAKQVSIH 150 
4 06 TGC TTC ATG TAT GCA AGT GAC CCA GCC AAG CAA GTG AGT ATC CAC 45 0 



7# 



151 NYTIWSVLVAIWTVA 165 

451 AAC TAC ACC ATC TGG TCA GTG CTG GTG GCC ATC TGG ACT GTG GCT 495 

166 SLLPLPEWFFSTIRH 180 

496 AGC CTG TTA CCC CTG CCG GAA TGG TTC TTT AGC ACC ATC AGG CAT 540 
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181 HEGVEMCLVDVPAVA 195 
541 CAT GAA GGT GTG GAA ATG TGC CTC GTG GAT GTA CCA GCT GTG GCT 585 



196 EEFMSMFGKLYPLLA 210 

586 GAA GAG TTT ATG TCG ATG TTT GGT AAG CTC TAC CCA CTC CTG GCA 630 

211 FGLPLFFASFYFWRA 225 

631 TTT GGC CTT CCA TTA TTT TTT GCC AGC TTT TAT TTC TGG AGA GCT 675 

226 YDQCKKRGTKTQMLR 240 

67 6 TAT GAC CAA TGT AAA AAA CGA GGA ACT AAG ACT CAA AAT CTT AGA 72 0 

241 NQIRSKQVTVMLLSI 255 

721 AAC CAG ATA CGC TCA AAG CAA GTC ACA GTG ATG CTG CTG AGC ATT 7 65 

256 AIISALLWLPEWVAW 270 

766 GCC ATC ATC TCT GCT CTC TTG TGG CTC CCC GAA TGG GTA GCT TGG 810 
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Figure 14 (cont.) 

811 CTG TGG GTA TGG CAT CTG AAG GCT GCA GGC CCG GCC CCA CCA CAA 855 



■ii 



286 GFIALSQVLMFSISS 300 

856 GGT TTC ATA GCC CTG TCT CAA GTC TTG ATG TTT TCC ATC TCT TCA 900 

301 ANPLIFLVMSEEFRE 315 

901 GCA AAT CCT CTC ATT TTT CTT GTG ATG TCG GAA GAG TTC AGG GAA 945 

316 GLKGVWKWMITKKPP 330 

946 GGC TTG AAA GGT GTA TGG AAA TGG ATG ATA ACC AAA AAA CCT CCA 990 

331 TVSESQETPAGNS EG 345 

991 ACT GTC TCA GAG TCT CAG GAA ACA CCA GCT GGC AAC TCA GAG GGT 1035 

346 LPDKVPSPESPASIP 360 

1036 CTT CCT GAC AAG GTT CCA TCT CCA GAA TCC CCA GCA TCC ATA CCA 1080 

361 EKEKPSSPSSGKGKT 375 

1081 GAA AAA GAG AAA CCC AGC TCT CCC TCC TCT GGC AAA GGG AAA ACT 1125 

376 EKAEIPILPDVEQFW 390 

1126 GAG AAG GCA GAG ATT CCC ATC CTT CCT GAC GTA GAG CAG TTT TGG 1170 



391 HERDTVPSVQDNDPI 405 
1171 CAT GAG AGG GAC ACA GTC CCT TCT GTA CAG GAC AAT GAC CCT ATC 1215 
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406 PWEHEDQETGEGVK* 419 
1216 CCC TGG GAA CAT GAA GAT CAA GAG ACA GGG GAA GGT GTT AAA TAG 1260 



Figure 15. 
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Figure 16. 




